GAAGCAATAGGCGCAAATCAGG

PNU1-F ACTGCTGTTGTTGACGGTGAC
PNU1-R GCTGAAGGCTATGATTTCTGTTG
PNU3-F AGCGAAGATGTGGGTGCAGAG
PNU3-R CGATGGTGGCATTTGGCTGAG
PNU4-F GTTTACTTCTGACGGATGCTGC
PNU4-R ATTCGCCAATGTTTACACGGT
PU3-F GATGAGTATGGGCAACCTAAAG
PU3-R CAGATTCAACAGACAGGCAGTG
PU4-F CGAATGTCCAATACGCAACTT
PU4-R GAGACTGACGAATAGGAACACG
NU5-F CGGGTGCTTCACTGCCTATTT
NU5-R ATTTCCATCGCTTGGCTTATC
NU10-F CCAAGGTTGTCACAGCATCAG
NU10-R CGTGGTTCCAAGTTACCTCCC
NU7-F TGTCAGGTTTCAGCGTTGGTG
NU7-R ATGCTGCGTTGGGATGTCTCG
PTIMP-F ATGGCAGAACGGGATTTATTG
PTIMP-R ACCCTTTATTCCACGCTCAAC
PU12-F CACGGATCTTTCTGCTTTCAC
PU12-R TGCATTTGCACTCCCCATTAT
PU10-F ACTTGTGCTGAGAACACGGTAG
PU10-R GACCTGGTTTAATTGTTGCTCTATC
PU5-F TTTGGGTTGGGTCGGTTTTAT
PU5-R AGGCGGATTCCATCTTATTGC
PU6-F ACATACTACTTCCGTGCTTTTGC
PU6-R GGAGCTGTCATATCTGTATCTTGC
PU8-F TTGGTGCCCCTGATGAGTAAC
PU8-R GACTTGCCAGTGTCCAGTTTAG
PU15-F GTACATGGGTATCGGGCTTCA
PU15-R ACTCCACTGCTCTGCAAAAGG
PNU5-F GACTTTACCCAGCAGCTCATAG
PNU5-R TCGGAACTGTAGACCACCATC
PNU6-F AACCAAGCGGGTCAACCAAA
PNU6-R GCATTTTCCCCACATTAGAGTT
Actin-F CACAGCATTCATACAAGCAAAGG
Actin-R TGGGGCATCGTCTCCTCCAAAC
Nacrein-F GAGCCAGAGGATGGGGAAA
Nacrein-R GCCTCCATAGGTGAAACGA
KRMP-F TCACCCTTGGGATTGGAAATGCA
KRMP-R GCCAAAGTTGTAATCATCGCCACC
Pif177-F TGCTGCCATCACGTGAGTATG
Pif177-R GACTTCCCTTTCTCACACTTCCA
PTyr1-F ATTAGCCAATGCCATCAGGAG
PTyr1-R ACCCGATGCCACCCTAAGATA
Integrin1-F ACTACCGTTTACACGAACAGCC
Integrin1-R CTCAAGGAGAACCGATGGATG
PNU2 + + PNU3 + - PNU4 + - PNU5 + - PNU6 + - PNU7 + - PNU8 - - PNU9 - - PU1 - - PU2 + - PU3 + - PU4 + + PU5 + - PU6 + - PU7 + - PU8 + - PU9 + + PU10 - + PU11 - - PU12 - - PU13 - - PU14 + + PU15 + - PU16 + - NU1 - - NU2 - - NU3 + - NU4 - - NU5 + + NU6 - - NU7 + + NU8 + - NU9 - - NU10 - -
